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SEQ. ID. NO. 18 G T T T C G C T G 

SEQ. ID. NO. 19 C C G G G G G G A 

SEQ. ID. NO. 20 GGGCCAGGC 

SEQ. ID. NO. 21 GGTGGCCAA 



GTTACAGGCTATGATA 
GCGCGAGGTGGTGGGG 
C TGCCAGCCCGCGG7G 
GGGCAGCATCGGGCGC 



SEQ. ID. NO. 18 TTTGCCATA 

SEQ. ID. NO. 19 C C C A A G G T c 

SEQ. ID. NO. 20 GAGATGGCG 

SEQ. ID. NO. 21 G G T G T G C T C 



GAGGAGATAAACAGCA 
CGCAAGTGCC TGGCCA 
CTGGAGGACGTGAATA 
CCCGCCGTGGAACTGG 
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SEQ. ID. NO. 19 
SEQ. ID. NO. 20 
SEQ. ID. NO. 21 



GCCCAGCC 
ACGGCTCC 
GCCGCAGG 
CCATCGAG 



CTTCTTCCC 
TGGACAGAT 
GACATCCTG 
CAGATCCGC 



AACTTGAC 
ATGGACAC 
CCGGACTA 
AACGAGTC 
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GCTGGGAT 
ACCCAGCC 
TGAGCTCA 
ACTCCTGC 



ACAGGATA 
GCTGTGTC 
AGCTCATC 
GCCCCTAC 



TTTGACACT 
CGAATCTGC 
CACCACGAC 
TTCCTCGAC 
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SEQ. ID. NO. 19 
SEQ. ID. NO. 20 
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TGCAACAC 
TCCAAGTC 
AGCAAGTG 
CTGCGGCT 



CGTTTCTAA 
TTATTTGAC 
TGATCCAGG 
CTATGACAC 



GGCCTTGG 
CCTGGAAA 
CCAAGCCA 
GGAGTGCG 



SEQ. ID. NO. 18 a a G 

SEQ. ID. NO. 19 a T G 

SEQ. ID. NO. 20 C C a 

SEQ. ID. NO. 21 a c a 



ccaccctgagt 
ggaaggttttc 
agtacctatat 
acgcaaaaggg 



tttgttgctca 
ctgacgggtgg 
gagctgctcta 
ttgaaagcctt 



SEQ. ID. NO. 18 
SEQ. ID. NO. 19 
SEQ. ID. NO. 20 
SEQ. ID. NO. 21 



AAACAAAA 
GGACC TCC 
CAACGACC 
CTACGATG 



TTGATTC T 
CAGCTCTG 
CTATCAAG 
CAATAAAA 



TTGAACCTT 
GACGGAGCC 
ATCATCCTT 
TACGGGCCG 



SEQ. ID. NO. 18 
SEQ. ID. NO. 19 
SEQ. ID. NO. 20 
SEQ. ID. NO. 21 



GATGAGTT 
CGGGTGGA 
ATGCCTGG 
AACCACTT 



CTGCAACTG 
TTTCCGG TG 
CTGCAGCTC 
GATGGTGTT 



CTCAGAGC 
TGACCCCG 
TGTCTCCA 
TGGACGCG 
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